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VII-1 Introduction

The selection of Primate Lentivirus Protein sequences for the
following alignments was based on the sequences in the com-
plete genome alignment as a starting alignment, and complete
or nearly complete genes from other isolates were added if they
increased the diversity of samples represented.

The annotation is mainly based on knowledge from HIV-1,
and should therefore be taken with a grain of salt for HIV-2 and
SIV sequences.
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PLV Proteins

VII-2 Sequences

Sequences included in the PLV protein alignments.

Sequences

Name

Accession

Proteins

Author

Reference

H1B.FR.83.HXB2

HIA1.UG.85.U455_U455A

HIC.ET.86.ETH2220

H1D.CD.84.84ZR085

HI1F1.BE.93.VI850

H1G.SE.93.SE6165_G6165

H1H.CF.90.056

H1J.SE.93.SE9280_7887

HIK.CM.96.96CM_MP535

HIO.BE.87.ANT70

HI10.CM.91.MVP5180

H10.CM.94.BCF06

K03455

M62320

U46016

U88822

AF077336

AF061642

AF005496

AF082394

AJ249239

L20587

L20571

AB485666

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Wong-Staal, F.

Oram, J.D.

Salminen, M.O.

Gao, F.

Laukkanen, T.

Carr, J.K.

Gao, F.

Laukkanen, T.

Triques, K.

Vanden

Haesevelde, M.

Gurtler, L.G.

Takekawa

Nature 313(6000):277-284 (1985)

ARHR 6(9):1073-1078 (1990)

ARHR 12(14):1329-1339 (1996)

J Virol 72(7):5680-5698 (1998)

Virology 269(1):95-104 (2000)

Virology 247(1):22-31 (1998)

J Virol 72(7):5680-5698 (1998)

ARHR 15(3):293-297 (1999)

ARHR 16(2):139-151 (2000)

J Virol 68(3):1586-1596 (1994)

J Virol 68(3):1581-1585 (1994)

Unpublished
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=K03455
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M62320
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U46016
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U88822
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077336
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF061642
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF005496
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082394
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ249239
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20587
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L20571
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485666

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

H10.CM.96.96CMA102

HI10.CM.98.98CMA104

HI10.CM.99.99CMU4122

H10.CM.x.pCMO02_3

H10.FR.92.VAU

HIO.SN.99.99SE_MP1299

H10.US.99.99USTWLA

H10.US.x.1_2478B

HIN.CM.02.DJO0131

HIN.CM.95.YBF30

HIN.CM.97.YBF106

HIP.CM.06.U14788

H1P.FR.06.RBF168

AY 169803

AY 169802

AY 169815

AY618998

AF407418

AJ302646

AY 169814

AB485668

AY532635

AJ006022

AJ271370

HQ179987

GQ328744

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Yamaguchi, J.

Yamaguchi, J.

Yamaguchi, J.

Tebit, D.M.

Vartanian, J.P.

Toure-Kane, C.

Yamaguchi, J.

Takekawa

Bodelle, P.

Simon, F.

Roques, P.

Vallari, A.

Plantier, J.-C.

ARHR 19(11):979-988 (2003)

ARHR 19(11):979-988 (2003)

ARHR 19(11):979-988 (2003)

Virology 326(2):329-339 (2004)

J Gen Virol 83(Pt 4):801-805

(2002)

ARHR 17(12):1211-1216 (2001)

ARHR 19(11):979-988 (2003)

Unpublished

ARHR 20(8):902-908 (2004)

Nat Med 4(9):1032-1037 (1998)

AIDS 18(10):1371-1381 (2004)

J Virol 85(3); 1403-7 (2011)

Nat Med 15(8); 871-2 (2009)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169803
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169802
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169815
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY618998
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF407418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302646
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169814
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AB485668
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY532635
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ006022
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271370
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HQ179987
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ328744
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PLV Proteins

Sequences

Name

Accession

Proteins

Author

Reference

CPZ.CD.90.ANT

CPZ.CD.06.BF1167

CPZ.CM.05.SIVcpzDP943

CPZ.CM.05.SIVcpzEKS505

CPZ.CM.05.SIVcpzMB897

CPZ.CM.05.SIVcpzMT145

CPZ.CM.98.CAM3

CPZ.CM.98.CAM5

CPZ.GA.88.GABI1

CPZ.GA.88.SIVcpzGAB2

CPZ.TZ.00.TAN1

CPZ.TZ.01. TAN2

CPZ.TZ.09.UG38

U42720

JQ866001

EF535993

DQ373065

EF535994

DQ373066

AF115393

AJ271369

X52154

AF382828

AF447763

EF394357

JN091690

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Vanden

Haesevelde, M.M.

Li, Y.

Van Heuverswyn,

F.

Keele, B.F.

Van Heuverswyn,

F.

Keele, B.F.

Corbet, S.

Muller-Trutwin,

M.C.

Huet, T.

Bibollet-Ruche, F.

Santiago, M.L.

Takehisa, J.

Rudicell, R.S.

Virology 221(2):346-350 (1996)

J Virol 86(19):10776-10791 (2012)

Virology 368(1):155-171 (2007)

Science 313(5786):523-526 (2006)

Virology 368(1):155-171 (2007)

Science 313(5786):523-526 (2006)

J Virol 74(1):529-534 (2000)

J Med Primatol 29(3-4); 166-72

(2000)

Nature 345(6273):356-359 (1990)

ARHR 20(12):1377-1381 (2004)

J Virol 77(3):2233-2242 (2003)

J Virol 81(14):7463-7475 (2007)

J Virol 85(19); 9918-28 (2011)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U42720
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ866001
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF535993
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373065
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF535994
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373066
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF115393
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ271369
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X52154
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF382828
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF447763
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF394357
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN091690

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

CPZ.TZ.06.SIVcpzTAN13

CPZ.US.85.US_Marilyn

MAC.US .x.239

SMM.CL.79.SIVsmCI2

SMM.LR.89.SIVsmLIB1

SMM.SL.92.STVsmSL92A

STM.US.89.STM_37_16

H2A DE.x.BEN

H2A PT.x.ALI

H2A.SN.x.ST_HIV_2_ST

H2B.CLx.EHO

1Q768416

AF103818

M33262

JX860430

JX860431

JX860432

M83293

M30502

AF082339

M31113

U27200

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef
Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Takehisa

Gao, F.

Kestler, H.

Fischer, W.

Fischer, W.

Fischer, W.

Novembre, F.J.

Kirchhoff, F.

Reeves, J.D.

Kumar, P.

Rey-Cuille, M.A.

Unpublished

Nature 397(6718):436-441 (1999)

Science 248(4959):1109-1112

(1990)

J Virol 86(24):13217-13231 (2012)

J Virol 86(24):13217-13231 (2012)

J Virol 86(24):13217-13231 (2012)

Virology 186(2):783-787 (1992)

Virology 177(1):305-311 (1990)

J Virol 73(9); 7795-804 (1999)

J Virol 64(2):890-901 (1990)

Virology 202(1):471-476 (1994)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ768416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF103818
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M33262
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860430
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860431
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860432
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M83293
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30502
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF082339
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M31113
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U27200
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PLV Proteins

Sequences

Name

Accession

Proteins

Author

Reference

H2B.GH.86.D205_ALT

H2G.CIL.92.Abt96

H2U.FR.96.12034

GOR.CM.04.SIVgorCP684con

GOR.CM.07.SIVgorCP2135con

VER.DE.x.AGM3

VER KE.x.9063

VER.KE.x.AGM155

VER.KE.x.TYO1_patent

SAB.SN.x.SABI1

GRV.ET.x.GRI_677_gri_1

TAN.UG.x.SIVagmTAN1

X61240

AF208027

AY530889

F1424871

FJ424863

M30931

L40990

M?29975

DJ048201

04005

M66437

U58991

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Dietrich, U.

Brennan, C.A.

Damond, F.

Takehisa, J.

Takehisa, J.

Baier, M.

Hirsch, V.M.

Johnson, P.R.

Omori, T.

Jin, MLJ.

Fomsgaard, A.

Soares, M.A.

Nature 342(6252):948-950 (1989)

ARHR 13(5):401-404 (1997)

ARHR 20(6):666-672 (2004)

J Virol 83(4):1635-1648 (2009)

J Virol 83(4):1635-1648 (2009)

Virology 176(1):216-221 (1990)

J Virol 69(2):955-967 (1995)

J Virol 64(3):1086-1092 (1990)

Patent: WO 2007049749-A 13
03-MAY-2007; DNAVEC
CORPORATION

EMBO J 13(12):2935-2947 (1994)

Virology 182(1):397-402 (1991)

Virology 228(2):394-399 (1997)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=X61240
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF208027
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY530889
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ424871
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ424863
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M30931
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L40990
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M29975
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DJ048201
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U04005
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M66437
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U58991

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

DRL.x.x.FAO

MND-2.GA.x.M14

MND-2.CM.98.CM16

MND-2.x.x.5440

MNE.US.x. MNEQ27

RCM.CM.00.STVagi_00CM312

RCM.CM.02.SIVrem_02CM8081

RCM.GA x.SIVRCMGABI1

RCM.NG.x.NG411

SYK.KE.x.KE51

SYK.KE.x.SYK173_COMGNM

AY 159321

AF328295

AF367411

AY 159322

U79412

HMS803690

HMS803689

AF382829

AF349680

AY523867

L06042

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpx,
Vpr, Tat,
Rev, Env,
Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Hu, J.

Souquiere, S.

Takehisa, J.

Hu, J.

Kimata, J.T.

Ahuka-Mundeke,

S.

Ahuka-Mundeke,
S.

Bibollet-Ruche, F.

Beer, B.E.

Bibollet-Ruche, F.

Hirsch, V.M.

J Virol 77(8):4867-4880 (2003)

J Virol 75(15):7086-7096 (2001)

ARHR 17(12):1143-1154 (2001)

J Virol 77(8):4867-4880 (2003)

J Virol 72(1):245-256 (1998)

J Gen Virol 2010 Aug 25

J Gen Virol 2010 Aug 25

J Virol 78(14):7748-7762 (2004)

J Virol 75(24):12014-12027 (2001)

J Virol 78(14):7748-7762 (2004)

J Virol 67(3):1517-1528 (1993)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY159321
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF328295
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF367411
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY159322
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U79412
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM803690
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=HM803689
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF382829
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF349680
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY523867
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L06042
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PLV Proteins

Sequences

Name

Accession

Proteins

Author

Reference

LST.CD.88.SIVlhoest447

SUN.GA.98.L14

MND-1.GA.x.MNDGB1

LST.CD.88.SIVlhoest485

LST.CD.88.SIVlhoest524

LST.KE.x.lho7

DEB.CM.04.SIVdeb04CMPF3061

DEB.CM.99.CM40

DEB.CM.99.CM5

DEN.CD.x.CD1_CMO580407

GSN.CM.99.CN166

GSN.CM.99.CN71

MON.CM.99.L1_99CMLI1

AF188114

AF131870

M27470

AF188115

AF188116

AF075269

F1919724

AY523865

AY 523866

AJ580407

AF468659

AF468658

AY340701

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef

Beer, B.E.

Beer, B.E.

Tsujimoto, H.

Beer, B.E.

Beer, B.E.

Hirsch, V.M.

Aghokeng, A.F.

Bibollet-Ruche, F.

Bibollet-Ruche, F.

Dazza, M.C.

Courgnaud, V.

Courgnaud, V.

Courgnaud, V.

J Virol 74(8):3892-3898 (2000)

J Virol 73(9):7734-7744 (1999)

Nature 341(6242):539-541 (1989)

J Virol 74(8):3892-3898 (2000)

J Virol 74(8):3892-3898 (2000)

J Virol 73(2):1036-1045 (1999)

Infect Genet Evol 10(3); 386-96

(2010)

J Virol 78(14):7748-7762 (2004)

J Virol 78(14):7748-7762 (2004)

J Virol 79(13):8560-8571 (2005)

J Virol 76(16):8298-8309 (2002)

J Virol 76(16):8298-8309 (2002)

J Virol 77(23):12523-12534 (2003)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF188114
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF131870
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M27470
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF188115
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF188116
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF075269
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FJ919724
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY523865
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY523866
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ580407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF468659
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF468658
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY340701

Sequences

PLYV Proteins

Name

Accession

Proteins

Author

Reference

MON.NG.x.NGl1

MUS-1.CM.01.CM1239

MUS-

1.CM.01.STVmus_01CM1085

MUS-2.CM.01.CM1246

MUS-2.CM.01.CM2500

TAL.CM.00.266

TAL.CM.01.8023

OLC.CL.97.97CI12

WRC.CIL.97.97CI14

WRC.CI.98.98C104

WRC.GM.05.Pbt_05GM_X02

COL.CM.x.CGU1

MAC.US.x.251_1Al1l

MAC.US.x.251_BK28
SMM.SL.92.SIVsmSL92B
SMM.SL.92.SL.92B

AJ549283

EF070330

AY340700

EF070329

EF070331

AY 655744

AM182197

FM165200

AM745105

AM7T13177

AM937062

AF301156

M76764

M19499
JX860433
AF334679

Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Vpu,
Env, Nef
Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Gag, Pol,
Vif, Vpr, Tat,
Rev, Env,
Nef

Vpx

Vpx
Vpx
Vpx

Barlow, K.L.

Aghokeng, A.F.

Courgnaud, V.

Aghokeng, A.F.

Aghokeng, A.F.

Liegeois, F.

Liegeois, F.

Liegeois, F.

Liegeois, F.

Liegeois, F.

Locatelli, S.

Courgnaud, V.

Marthas, M.L.

Hirsch, V.
Fischer, W.
Chen, Z.

J Virol 77(12):6879-6888 (2003)

Virology 360(2):407-418 (2007)

J Virol 77(23):12523-12534 (2003)

Virology 360(2):407-418 (2007)

Virology 360(2):407-418 (2007)

Virology 349(1):55-65 (2006)

Virology 349(1):55-65 (2006)

J Virol 83(1):428-439 (2009)

J Virol 83(1):428-439 (2009)

J Virol 83(1):428-439 (2009)

Virology 376(1):90-100 (2008)

J Virol 75(2):857-866 (2001)

J Med Primatol 18(3-4):311-9
(1989)

Cell 49(3):307-319 (1987)

J Virol 86(24):13217-13231 (2012)
J Virol 70(6):3617-3627 (1996)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ549283
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF070330
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY340700
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF070329
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=EF070331
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY655744
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM182197
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=FM165200
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM745105
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM713177
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AM937062
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF301156
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M76764
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M19499
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860433
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF334679
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PLV Proteins

Sequences

Name Accession  Proteins Author Reference
SMM.US.04.G078 JX860415  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.G932 JX860416  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M919 JX860417 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M922 JX860418  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M923 JX860419  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M926 JX860420  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M934 IX860421 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M935 JX860422  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M940 JX860423 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M946 JX860424  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M947 JX860425 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M949 JX860426  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M950 JX860427  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M951 JX860428  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.04.M952 JX860429  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.05.D215 JX860413 Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.06.FTq JX860414  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.11.SIVsmE660_FL10 JQ864084  Vpx Wu, E. J Virol 86(16); 8835-47 (2012)
SMM.US.11.S1VsmE660_FL14 JQ864087  Vpx Wu, E. J Virol 86(16); 8835-47 (2012)
SMM.US.11.SIVsmE660_FL6 JQ864085 Vpx Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.11.SIVsmE660_FL8 JQ864086  Vpx Wu, F. J Virol 86(16); 8835-47 (2012)
SMM.US.86.CFU212 JX860407  Vpx Fischer, W. J Virol 86(24):13217-13231 (2012)
SMM.US.x.H9 MS80194 Vpx Courgnaud, V. J Virol 66(1):414-419 (1992)
SMM.US.x.PGM53 AF077017  Vpx Novembre, EJ. J Virol 72(11):8841-8851 (1998)
SMM.US.x.SIVsmH635F_L3 DQ201172  Vpx Kuwata, T. J Virol 80(3):1463-75 (2006)
SMM.x.x.pE660.CG7G JX648292  Vpx Lopker Unpublished
SMM.x.x.pE660.CG7V JX648291  Vpx Lopker Unpublished
H1B.US.90.WEAU160_GHOSH U21135 Vpu Wei, X. Nature 422(6929):307-312 (2003)
H101_AE.TH.90.CM240 U54771 Vpu Carr, J.K. J Virol 70(9):5935-5943 (1996)
H102_AG.NG.x.IBNG L39106 Vpu Howard, T.M. ARHR 10(12):1755-1757 (1994)
H103_AB.RU.97.KAL153_2 AF193276  Vpu Liitsola, K. ARHR 16(11):1047-1053 (2000)
H104_cpx.CY.94.94CY032_3 AF049337  Vpu Gao, F. J Virol 72(12):10234-10241 (1998)
H10.CM.96.96CMABB009 AY 169806  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.96.96CMABB637 AY169810  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.97.97CMABB447 AY169813] Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.97.97CMABB497 AY169809 Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMA105 AY169816/ Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMABB141 AY 169807  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMABB197 AY169811  Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMABB212 AY169804/ Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMU2901 AY169812 Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.98.98CMU5337 AY169808 Vpu Yamaguchi, J. ARHR 19(11):979-988 (2003)
H10.CM.x.pCMO2_5 AY623602] Vpu Tebit, D.M. Virology 326(2):329-339 (2004)
H10.SN.99.99SE_MP1300 AJ302647  Vpu Toure-Kane, C. ARHR 17(12):1211-1216 (2001)
HIN.CM.02.SJGddd GQ324959,  Vpu Vallari, A. ARHR 26(1):109-115 (2010)
HIN.CM.04.04CM_1015_04 DQO017382  Vpu Yamaguchi, J. ARHR 22(1):83-92 (2006)
HIN.CM.04.04CM_1131_03 DQO017383  Vpu Yamaguchi, J. ARHR 22(1):83-92 (2006)
HIN.CM.06.U14296 GQ324962| Vpu Vallari, A. ARHR 26(1):109-115 (2010)
HIN.CM.06.U14842 GQ324958 Vpu Vallari, A. ARHR 26(1):109-115 (2010)
CPZ.CM.01.SIVcpzCAMI13 AY 169968  Vpu Nerrienet, E. J Virol 79(2):1312-9 (2005)
CPZ.CM.05.SIVcpzEKS05.¢c2 JN835460  Vpu Bibollet-Ruche, F. J Clin Invest 122(5):1644-1652
(2012)
CPZ.CM.05.SIVcpzLB7 DQ373064  Vpu Keele, B.F. Science 313(5786):523-526 (2006)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860415
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860416
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860417
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860418
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860419
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860420
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860421
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860422
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860423
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860424
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860425
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860426
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860427
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860428
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860429
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860413
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860414
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864084
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864087
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864085
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JQ864086
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX860407
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=M80194
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF077017
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ201172
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648292
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JX648291
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U21135
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=U54771
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=L39106
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF193276
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AF049337
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169806
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169810
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169813
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169809
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169816
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169807
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169811
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169804
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169812
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169808
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY623602
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AJ302647
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324959
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017382
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ017383
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324962
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=GQ324958
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=AY169968
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN835460
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373064

PLYV Proteins

Sequences

Name Accession  Proteins Author Reference

CPZ.CM.05.S1VcpzMB66 DQ373063| Vpu Keele, B.F. Science 313(5786):523-526 (2006)

CPZ.CM.05.SIVcpzMB897.c2 IN835461 Vpu Bibollet-Ruche, F. J Clin Invest 122(5):1644-1652
(2012)

CPZ.CM.05.SIVcpzMT145.c2 IN835462 Vpu Bibollet-Ruche, F. J Clin Invest 122(5):1644-1652
(2012)

CPZ.TZ.02.TAN3_1 DQ374658 Vpu Takehisa, J. J Virol 81(14):7463-7475 (2007)

CPZ.TZ.06.TAN5 JN091691 Vpu Rudicell, R.S. J Virol 85(19); 9918-28 (2011)

GOR.CM.07.SIVgor2139_287 FJ424866 Vpu Takehisa, J. J Virol 83(4):1635-1648 (2009)
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http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ373063
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN835461
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=JN835462
http://www.hiv.lanl.gov/components/sequence/HIV/search/d_search.comp?sa_genbankaccession=DQ374658
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Vpr binding
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SMM.CI.79.SIVsmCI2 ... .WGKKPRNF -MTQ-
SMM.LR.89.SIVsmLIB1l . WGKKPRNF - MAOM
SMM.SL.92.SIVsmSL92A
STM.US‘89EENM737716

H2A.DE.x.

H2A.PT.x.ALI

H2A.SN. x. ST HIV_2 ST

H2B.CI.x.EHD .Q

H25.GH.86 D205 ALT WGKKPRNF -MTQV . KSYMQMGR - QR - SRERPYKEVTEDLLH-N-
H2G.CI.92.Abt96 G WGKKPRNF -MTQV PQG TPSAP .MDP KPYKEVTXXLLH-S -
H2U.FR.96 12034 . WEKKPRNF -MAQV . el . ADPAVDLLKSYMQQGKKOK NRERPYKEVTEDLLH-N-
GOR.CM.04.SIVgorCP684con . .. .PPGGERP-NYVQK. QVQ EE EKETRKPGKEELYPLT - -K-
GOR.CM.07. SIVgorCP2135con -RS. . Y-...PPGGERP-NYVQK. .....QvQ .. . EKEMRKP -KEELYPLT - -K-
VER.DE.x.AGM3 -R .WMGAKPRNFPAAT . .. e .

VER.KE.x.9063 L. WTGTKPRNFLAAT .

VER.KE.x.AGM155 ... .WMGTKPRNFPAAT .

VER.KE.x.TY0l patent . ..WMGAKPRNFPAAT.

SAB.SN.x.SAB1” .. ... .WGRGKPRNFPLTSIR.

GRV.ET.x.GRI 677 gri 1 . . ..WGGAKPRNFVQYRGDTVG

TAN.UG.x.SIVagmTAN1 . . KPRNFLEQGG

DRL.x.x.FAOQ

MND-2.G.

=
=
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o
=
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geo

MND-2.x.x.544 . LEDPAEKMLLDYMKKGQQQRAAAGAQKEE KGPYEAAYI
MNE.US.x.MNEO27 . e . . . AVDLLKNYMQLGK - QR-SKRKPYKEVAEDLLH-N-
RCM.CM.00.5IVagi_ 00CM312 e ceea VT GM e DQYDPAEAMLKRVLEQGKKQKQOKR*—EKSOOGRAYEEALS*—N—
RCM.CM.02. SIVrcm 02CM8081 e TS. . o s NHASOYDPAEAMLRKYLEOGRMQKQO RK-EKAQ-GKAYEEALA- -N-
RCM.GA.x.SIVRCMGAB1 e . . .LLT GM e .. ..ESNYDPAEEMLKNYLRRAGEQKRQ-R- - ESKKR - GAYQE. N
RCM.NG.x.NG411 ... .WKQGKPRNLPLT. . DPAEEMLRKYLALGRQHKQE - RK -NKEKVGRAYEDALS
SYK.KE.x.KE51 PLQPQSSPKT-KDLLV-G-PSEKKEEMKEKGPLYP -
SYK.KE.x.SYK173_ COMGNM ..
LST.CD.88.SIVlhoest447 -PKP.......KGKV----YGP....WRSGPP-NFPLMGGNAGV.......V-S---M-R.... . .ooviiiiiiiiin.., SPTQAERALETYRNLGQ-LR. RQQOIPOKCVDEPCLSFF
SUN.GA.98.L14 DLTLGNRMTPPOSKAERALETYRLLGOG RAQQKR-- GECQEPCL.NM- -
MND-1.GA.x.MNDGB1 ~ -P.....KPAQQQRV----YGP..........WG-SKPGNYPAQ.....-VT-----L-E....... ... oiiiunn., PLQKTLSTYQKLGRGLR. .QKM- - REEDFH--ST»»O
LST.CD.88.SIVlhoest485 . NSTKAERALETYRNLGO LRK. QQQVPQKCVDEPCLSFFF - Pl
LST.CD.88,SIVihoest524 VPPTRAERATETYRNLGQ- LRK . QQQVI OKCVDEPCLNFFF P
LST.KE.x.lho?7 .APTKAERALETYR - LGO LKRQQQQVPQKCVDEPCLN. - - - Pl
DEB.CM.04.5IVdeb04CMPF3061 KYIPEGGDEIFSSS -E- - PQQQEETRRG KYPDLS -K-
DEB.CM.99.CM40 .QVY! -PVQGQENNPQREETTRRGKYP MG-K-
DEB.CM.99. OVYSTTR PVQGERNAPOEDTTTRRGKYPDLMG K-
DEN.CD.x.CD1_CM0580407 OEGGNROSCOED RQN- -SHQE-E-TTRESLYP- -K-
GSN.CM.99. 6 EPQQLN VGEPQSKGQ- -ESRNTLYP--S-
GSN.CM.99. 1 EEVEPOOLNLSP VGEPONKEO AEKRNTLYP--S-
MON.CM 99 Ll 99CML1 . LPAGTAEPVNLNQEIGS-KTGTPKETRRD. . . . LYP
MON NG . - XGXYKVNFSPP-GPPET - APTAPKETRKD. . . . LYl

.01.SIVmus ©1CM1085 -R... .. SDNTKAV----DPF...GLQKRRPRNFPQT. . ... ... . SLL-----. ... ... i il 000 il EQEGEL -NLSPAVGPG-GKQ-RKS. . .
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MUS-2.CM.01.CM2500 . .DTAEIVNFSPE-GPRKEN-TPQA-P-RKN. . .
TAL.CM.00.26 . .LTASWQEGTTTWTPP.AKKP--TTTTR-S.
TAL.CM.01.8023 .. . . . . .LTASWQEGTTTWTPP-KDAAAPKQQTR-S....LYP--A
OLC.CI.97.97CI12 QRTEM DIF-S--TL-.. . . QILEKGTREKREMKEEKKPLYP- -A-
WRC.CI.97.97CI14 . NY-VQK- . RSLNNFGPTTTM-S- - -MRE . . . .DPNIQELEKYLLKGAQLREQQEH-KT.EGQ-REVGVP
WRC.CI.98.98CI04 . GOMPSNNY VQKV.RSLNNFGPA.TI-S---MRE. . . .DPNIQELEKYLLKGAQLKEQAQA-K- .E.K- RETGLPEWP--K-»»ET Q
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196.
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Abt96

12034

9063

AGM155

.TYO1 patent
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.GRI 677 ri 1
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KE51
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CD.88.
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©
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9.CM5
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L% 99CML1
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97.
.97.
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.05.

.x.Cl
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Pbt 05GM_X02
GUT

Pol start

:Gag—Pol TF start Gag-Pol TF en(L/protease start

FFRERLAF..bOGEA...REFSSEQT...RANSPTERﬁLQVWGEDN .............................................. NSPSEAG ADROG TVSFNFPQVTLWQRPLVT%KIGGOL?EALLDTGADDTVLEEMSL
. : : : L----1

R
-S--PRARRG-

- R-G-
..TPISPTDGGGS
.VPISPTNGG

ces . e .LE.
o EGLa . . . .RESGT KGGP.
-S..... e . . . . .GEG---E.H- ELSI
......... . . . . (EEHTGEGDAG-P-E. - -ELSV.
..... . . . . - SV.PT I- A
.. . . oo=P- SL--I»»-D--VIPV----H C-
-S. .WGQE L IT Y. . . . . .. GGRDDPGQA-G-KGG-E-...IP--L--I---D--VIPVRV--HIC--
.VVGVQT. .. --LCA-GGS S-H-D . . . B QEDSE- EIP MMEV
VGVQTRKFCAESESDSESGTESDTG TSGES TLSSS. . . . B TR
"VERGI...K-TRELPAGQEGTH-5-H--FW-S . . . . . GNNSEQTGRK -RDGGGERAPV . P~
PPDNNKE. - - - - - SN --W S... . . . . . GGEDHTGDREGRKGE - - ELSV . PTL-
- . . . . . . .SENRFSETXGQERGX- -EQTV.P--G---IS
GGEE-QG-GEGGEQAA. - ------T-
.. .KETGG-EGEGK-TPVS-V-L--I-

“GTH-SAP---W-5-
.GTH-S-HG--W-S-NN-.
...-T-G--D---W-P-GR. .
. GTé»S-S- -R-CRA-T.
-EREESGAGTDTDASST .
EGEESGTDTSGAISPT.
L....VGVQTl KQPREGEAPGARGSADS YCPS. ..

IVERGIKET--LPGK E. GFR-SR--S

fol pl5 start pli en(l})rolease start

- --PWSMG -ASGADANCSP. RGPSCGSAKELHAVGQAAERKA RKOREALOGGDRG AA--FS--R--V--AH-E--PV-V
PM T-AGADTNGAPNG NGSSCGHVEELSETR! ALQRGNGRLAA- -FS--R--V--AY-E--PV-V
NASGADTNCSP. . SRPSCGSAEELHAIGQEAE EQRKTLOGGDRG AA--FS--R--V--AH-E--PV-V

SGPSSGSAEGLHEVGKETE

NASGPDTDSPP . EQRETIQGGDGGLAA- -FS- -R--V- -AH-E- -PV-V
: E-TLQGGDRG

RRPSCGSAEKLHAAGQEAE
.GRSSSGTVGEIYAAREKAEGAEGETIQRGDGGLAAPR.
. SRASSGPAGAVYAAGEKAKRAEREAIQRGDGGLTAPR.
... . .DRPSRGPTREVHAAREKAERAEREATQRSDRGLPAAR .

.. .DEPSIRHDTSGCDSICTPCRSSRGDAKELHATREEAEG.
. .DEPSRGHDTSGGDTICAPCRSSSGDAEKLHADGETTER.
.................. DGPSSRPTEELHAXGEEAKG .
. SSRTSSGSADPDSPSSGPSSGSAKELHATGQETKG. QRI
............................ ATNSPT - GGGRE - NEETRKGG - L S----I»»-D--VIPVR---H-C»»
B R GGGRERN ETREGGT...L-S----I---D--IIPV----H-C--
. IRPCKEAPAAICRQGEAVEGTKE . TSSESRLDRGIF- . ELP- -R- - IK-VY-E-VPIR-
. IRPSKEAPAAVCREGKTVEGTRE . . . ENTTNKSRLGGRIF - . ELP- - R- - IK-VI-E-VPVKV
LYTLRPSKEAPAAVCRERETNEKSEQ KPPSE - SRLERGIF- . ELP- -R--IR-CI- - -TAVK-
.................... CRERETTEGAKE ..ESTGNESGLDRGIF .ELP--R--IK-VY-E- VPIK-
AGGKLVCROTSDQRTRARRSSNSPVKAVCCSGE . 'KPLATTEPLRGGLQL - - -S- -R- -MK-VY-E- -KVT
................ NGNSLRSSKI APPAVCR ER . .RTI DKETEGERSGGC LELP--R--MKRVI-E- TPVQ-
T P TR HRFASCGS. RPSOETAGAVCOKG .RSIEKAEGEGTGGL - LEFP- -R--MSK-Y-Q- -PVQV
.ADPISSSIARIPPGGSGREDAPKVHGAGSSAEETTE .. TTTAEE-PLRGGLQL--FS-RL--TTIVEVE--KV--
........ RDGGSSREDVIRLYEKGATTEGSKGD. . . G
. SNARDGRPSRENAVRLHE RATAESGKQ.
.. DARVGRPGRKDAVRLYEERATTEGSSR - .
........ RGPSCGSAKKLHAVGQTAER
ILGAGEKAEAAKEAG.
. CLPVRSSRSHAKEIPGTGQNAETAT -
............ CRRDAKELSEEGRGTKETTEAG.
ERGRMESPVRSSRRDAQEIPSIGETAQTGAEER . |
\TDMGKLCFTPTEAHSNGHPATATVLSKDSQGPLGPWETF
GHRRWAMAHMVSTDEPTSTSEg;E%SLE

- JETR-TMQRDDRGLAA- - F3 - -K- -V~ -AHVE- -PV-V

...-QLCA-AS...AT----N...
ET.QKFSRRYSWGG . ANCA-STES.
.EKLSRCHSWSG.TERA-STDT.
.KKFSR-HSWGG . TKCA-STEQ. .
K .EKFSRRYSWSG.TECASSTERHHP.

SSPNG-GLQQ.

X
3

.. TGKI
..PERGKE SLRG LQL--FS--N--TTVVE-E--KV
KQKEALQGGGRG-AA--FS--R P.
-EKPAGESIRRGIVL--FS
REGSEGESLRG TCL--FS
EQEER-SISG-L-L--FA
EOGESGESLRGCVVL--FS
REER- DEGEGT LSL-SIS--R

VRT EKVF N PVT
GTRGDSNSSTIRGET SEHLSEIRERA QAE-EG-EERGG-S--EYS-SR--IEEVSVD-VTIR-
. .NGKELNKSRESLRNIQEPRTTTE .ATAGSTEMCGRAMPEFLL-SR--IEN-LVNR-PVS-
DIQEPRTTTE TTSSTEVCGRALPEFLL -SR--IEKVLVN--EVT-

. .NGECSNKSRESTGDLQDFRTTAEK. . . AA-ASPTEMCGRALPEFTL.SR--IES-LVN--PVS
ATPDMGHREVHTGGRGRDLLLFQGTGTET. . PAAGGDEEREIPR-IGLE-P--R--VT--E-E- RRVQV
.................. OGTSTGAGEOPPE GNNEEREV PG--GAEIS--R--MT-VH-E-RKVQV
.................. NQGTCARGKEC-PG-HN-QE REV PR--GAEIS--R--MTAVYVE-KRVQV
PAATTVPTKFSRGGKQTILSGROEAEOA SGG D GE-LS-VE S»-R--IGQ»WVO RV-V
AQSLDT-RGTPEQGT EQEH LSL-VIS--G--MKEVS
AOPVSAGGGAPEQGAEGRKEEH LSL- VIS--G--MREVSM- -VVSM
...... SQSOPRDWF- .EDG-PK-DEAG-LSLLSIS--G--IRSVL----KVSM
PXGXOGELLTSSGTTRDP . SADSPE- DEEG LSLLSIP--G--VR-VE-A--SVSM
-SQGWSERQEE-LS--VIS-SG--IREVM-E--VVHM
-SRGGETGQEE-LS--VIP-SG--VRPVE-E--VVSM
. .RATQG-ERQKD-LS--VIS--G--IK-VD-N--PVSM
..PNPPSPTGQEE-LS--VIP--G--IR»VMVH--EgSM

PGG. GGRTPA....
.ISPGG GGGTPA. ...
i .QRTDSAS.
..GAKELSSNLL.A SGTN

. .K-LPPD FT.NGPARAGGRPGOSLPAS .
E-LPPDLSLA.NCSAR-GGGIGQSLSSS. .
E-LP-YIAHA.YGTPRYS-AGELLP. TSRAQG.

E- .. E-LPCYTAHA.ISSPRYS-DS-LLP-GGSTEGE .
.. . .GQRTE-FSSG.ATIGTAN.

. .EDPP. .GQGTE-LPSG.A

"ESR-SPQHATEDRDGHL .

. .DALEQLSSSEA-ELEQ. FWANNNNAFCSSNE - GSKH SGAGKIFIEGSTIEGTTGTQE
DALKQLPSSKG-ELEQ.FWAG.NNTVCSSNEGGSKH. .. ... IPPERSSIEGAGTGK.
SKN-CRGEYLWASG ANSTSGSYHARTRAISSERSSDEEG0

RASHSIMAGGDYHVDPTSOE.
RASHSIMAGGDYHMDPSI .
TDFGEGNK

. . PGRWKPKMIGGIGGF
[ER S

E-N-Q-RI
..QLT-A- TAVO Q----A
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.x.lho7
.04.51Vdeb04CMPF3061
9.CM40

Jo1. SIVmus 01CM1085 -

K70R
protease ende66 p51 RT start M4]1L D67N

IKVRQYDQILIEICGHKAT .. .. GTVLVGPTPVNIIGRNLLTQIGCTLNFPISPIETV. .
K M .

D110 catalytic site
e
PVKLKPGMDGPKVKOWPLTEEKIKAL¥EICTEMEKEGKISKIGPENPYNTPVFAIKKKDSTKWRKLVDFRELNKRTODFWEVQLGIPH?AGL ...... KKKKSVTVLD %65

E : =

Vv qQ
---KE--NVTV- -E-REVI
- --KE-NNVTV-VQ-KEV!
- --KE-NNVTV-VQ-KEV!
-R-KEFNNVAV - - E -KEV!
-R-KEFNNVTV- - E-REV!
- --KE-YXVKV- -E-REVI

REVQ.
---KE-YNVAV-LE-REVR.
---KE-N-VPV--E-REVL.
---KE-XDVTV--E-R-MQ.
---KE--NVTV--E-REVQ.

--NVT-D-Q-R .

-N-T-D-Q-R--V.
-~ “KEFEEVKX- -E- RQVY.
- - -KEFEEVKV - -E-REVY.
-5-Q--NKVP-Q-GDRTVL.
VP-QE- YNVP T-A-KTVK.

-NTKE-KNVE - -VL-KRIK

-NT-E-TNVN- -VL-KRVI 282
-NTKE-ENVE-TVL-KRI 273
-NTKE - QKVK-QVL -KEV! 273
-NTKEFKNVN- -VL-K-T 273
-NTKE -KNVE -KVLNKRVR. 290
-NTKE-EDVE -KVLNKRVK. 290
-NTKE-KNVE -RVLNKRVR. 290
-NTNE-KNVE- -VV - KRVR. 290
-NTKE-KDVE- -VV-KRVR. 289
-NTKE -KNVE-KVV-KRIQ. 273
-NTKKFHNVN-KVL -KTIR. 287
»--KE EDVE- - -EHR-VV. 257
- - -KE-EDVE- - -EHR-VV. 257
LN-KE - SDREVRLEDKILR . 282
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.NESIA-QFGE-FR-NLT NKTQ-D KAM- AHWA . KMD NRSES .DIKIRWTSEPK
.TGVYVMAIADKYKL - -E F.KGQ- GWM YALGKG EKENNTWANYTGVNITGIGR DE-LKR-

.. ISL-VEKRPKG-W-RF.YGN-KGAW- EVKE - VIQTK - YKG-NDT
- ISLRVEKRPKG-W-RF . YGN - TGAWEEVKKEVIKTK- YKG-NDT -
. ISLRVEKRPKG-W-RF . EGN-TDAW- EVKERVKTTK - YRG-SNT
. ISLRVQKRPKG-W-RF.DGD - KGAW- EVKEAINKTK - YKG - RQP
.HSQ-YNTRLK- -W-WF . GGN-RGAW- EVKETIVRLPPKKYSGTN.
.HSQPINERPK- -W-WF. GG--KEA--EVKET VKHPRY . . KGGTNDT E
.HSQPINERPK- -W-WF.GGS -RKAIQEVKET - VKHPRY . . . TGTNDT . NKINLTAPGG
. .HSQPINERPK- -W-WF . KGE - KKAIREVKETIVOHPRY TGTNRT.EKIYLTAPGG
i ..HSOPINERPK——W WF . GGE -RGAI-EVKET-VKHPRY. .TGTNDT.AKIRIVAPGG
SQVSTIS. .ST-LL-Y. . ..YGLEPGSKL-L-Q-KF.VGQ-GRAFATLGKL - - QVEPLANMSNG . . CTFDNITKT.
SI-N-QL. .AA-FFLPVI .QGRL- TGKAAKR- F -KV . KGE - GKFFE - VHNESIKVWK- . . . .
SI-N-QL..AA-YFLPVI.QGKL-TGRDAKR-F-RV.TGN-TEFF--VHEQATKTWK-.........
-I-DLQ-..AA-LM-H....SQIIAGK-LNR-Y-KL.EGN-TKAMESANEEIAKRYKEHINNTD. .

TKINIRSVY- - -D-TKYFWL-
KKIYIRSHY---D-AKYFWL-
DKIKIRTVY---D-ARYFWL-
L ENITIRSVY---D- AKCFWL-
DTNKI-L-RQW- - - -SEF

Q.S RTI- GLNSFYNLTVS

GR.

" EGEYVWK - AAKWGLY -
DK.NESVI-L-PEKLGLQL!
.NESVI-L-PEALRLQ-

“SFFGF - -TRHK-DEL -P1 .
--WFQ- - -TYKAKDK-RFI.
--WFQ- - -TYKAKDK-RFI. .
A-W-1---TK. NHTQVI . . NITWTAVRR

GTAOIRWOGVRK»- VSLFWHA

A-W-V---TK.-NQTQ-I .NESAI-LLGKEHNIT- -I-DLQ-..AA-LM-H. .. SQITAGKDLKR-Y-K- . EGN- TRAMEDVNE - TAKAYKDHINSSS . . .

-SAFGI .N-SVI-KLNKHYKLK- . .HSQQYNTKL - - -W-HF . QGD - KGAWREVRKTIV - LPKEKYRGTN. . . AANIWL -
T-G------YS-NRTQ-W .NDSVLVLFNKHYNLTV .QGN-RGAW-EVKNEIVKLPKDRYQGTN. .

--G- .NDSVIVLFNKYYNLTV . .. .QGR-REAW-EVKEEIIKLPKDRYRGTN. .

T-G- . L-LLNKHYNLTV .. .. NTRL - - -W-HF . QGN - KGAW - EVQEEIVKLPKERYOGTN..

T-G------YH-NRTQ- N.N-TVL - LFNKHYNLSV' -VLPVT-..MA-LV-..... HSO YNMKL - - -W-HF . EGN-RGAWREVKQ - IV - LPKDR'

SLVSVNS..AS-LIYY....AGLEPHR I-KGL-KF.TGL-GKM-YDLGKN- EKYNSSWVNYTEGDCNSKN ...... L 'NSADFAKCIKR. .. FOIRNFTRQ A-RATENIMMI
SVVSVNS. .AS-LIYY....AGLEPHR-I-KGL-KF.KGL-GHM-YDLGKN-Q-YNNTWVNYTE.DCNQKN...... DSREFAKCIKQ. ..FQIRNFTRK-A-RATENIMMI
SLVSVSS. . AS-LIYY. .. AGLEPYK-I-K-L-KF.TGQ-GHM-YGLGKE-QAYNSSWVNYTE .ECNKKG. .. ... NSSAFATCIKQ. . . FQTRNFTKQ-A-RATENLMMI

Q-W QKHR'
SFFGF - -TRHK-GEL -EV. IGNINHKPKEG. SG-FVYK-PDKYN-K-
SFFGF - -TRYKKGELVETI . IGNINHRPHEG.TG-FVYK-PSRYK- - -
-SFFGF - - TKYDKGEL -EV . IGNINHKPKDG. TG - FVYK-PAKYN-A-
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H1B.FR.83.H
H1A1.UG.8
H1C.ET.86.
H1D.CD.84.
H1F1. BE 9
H1G.SE.9

5. U455 U455A
ETH2220

84ZR085

3.VI850

3.SE6165_G6165

H1H.CF.90.056

no

H1J.SE.03.
H1K.CM.96.

SE9280 7887
96CM _MP535

H10.BE.87.ANT70

H10.CM.91.
H10.CM.94.BC
H10.CM.96.

MVP5180
FO6
96CMA102

H10.CM.98.98CMA104

H10.CM.99.99CMU4122
H10.CM.x.pCMO2 3
H10.FR.92.VAU ~
H10.SN.99.99SE_MP1299
H10.US.99.99USTWLA
H10.US.x.I 2478B
HIN.Cl 2.DJ00131
HIN.CM.95.YBF30
HIN.CM.97.YBF106
H1P.CM.06.U14788
H1P.FR.06.RBF168
CPZ.CD.06.BF1167
CPZ.CD.90.ANT
CPZ.CM.05.SIVcpzDP943
CPZ.CM.05.SIVcpzEK505
CPZ.CM.05.SIVcpzMB897
CPZ.CM.05.SIVcpzMT145
CPZ.CM.98.CAM3
CPZ.CM.98.CAM5
CPZ.GA.88.GAB1
CPZ.GA.88.SIVcpzGAB2
CPZ.TZ.00.TAN1
CPZ.TZ.01.TAN2
CPZ.TZ.06.SIVcpzTAN13
CPZ.TZ.09.UG38 |
CPZ.US.85.US_Marilyn
MAC.US.x.239
H2A.DE.x.BEN
H2A.PT.x.ALI
H2A.SN.x.ST HIV_2 ST
H2B.CI.x. -
H2B.GH.86.D205 ALT
H2G.CI.92.Abt9%
H2U.FR.96.12034
COL.CM

.CM.x.CGUL
DEB.CM.04.5IVdeb04CMPF3061
99.CM40

DEB.CM.99,CM5

DEN.CD.x. CDl CM0580407

glycosylation NST

glycosylation NS \'A
V4 glycosxlalion NIT glycosylation NES fusion peptide
glycosyﬂ{on NST glycosylation NNT jnding inding .CW 'Wg gpl20 endVgp41 start
EGGEFFYCNSTOLFNSTWFNSTWSTEGSNNT ........... EGSDTITLP&RIKOIINMWQKVGKAMYAPPISG .......
SN KLG FS DM-P-G . g -Q-. I =T .N-TKN-T- -K- R- E -

N
NSTNNTNSINGT -M. .
C-NN. .RTDNSTNDT. . K-I--TQ-FN-.---RVK-FS-----
...... XNKI .PLI K-I--T--
C-TN....QSSNETS .. K-I--T
-KINCTNISNNSNGTQ ..NL K-I--T
..C SNQ. NSSNSNDT .. K-I--T
CRIQNDNNT: ..SL X-I--Ti
CSYTGILYNHTFSONTTSTKI .. K-I--T
.. VNL--Q
.. VNL--Q
.. VNL--Q
..ELK - TNI--
.-LQ HI------P QVK
..-VK-V-S---FIM-AETNDTDG............... TT-TFSAKVEDYWKVEMSRY - - -E - Q--S-
-DI- PW--A YTGNLITNGAL ..NVS --TVKVS-AARVA -Q--A--SR-.Q--E-X--S-
--T-P---NS-T-T-S-DIN-S. ..T-S
L-NTTG ..P-N
..T-Q T-T-
. N-T DQGEDODONNTYVCLT--N-
..V-S ... .NNSITNITLY-T--N-
..N-T
..N-T
..T-T-N-T------EVQN..............GTGNNTEVYLS------
..TVK-H------IM-AEKD-N...............

-L-TKMNWFL-WVEDRN-AN

-R---L---M-WFL-WVEDKNQTRI
-R---LH--M-WFL-WVENKTGQE!
-R---L---M-WFL- WVENRTNQT
-R---L---M-FFL-WVENRTG

LTNI
.N-TTNISVSAEVSEL G
.NNHTNIIFSAEVAELY-L--GD-.-
..... NQTNISMSAEVAELY-L--GD-. -
DNDGNGCAYPAAPNFKHALSTL - -GR- . -

MLNLTPSS-IKAV--AD IEV

L---M- WFL-WVENKTNTT . .RRNYA -
L--KM-WFL-WIEDRNMTLL. ...KPQ- RORRNYV-- R-
—R———L——KM WFL-WVENR-MEGQ. ... TSR-RHKRNYV- -H-R-
==ASS-WKHDS. . ... PVMN - EK
N-

- HVSAIIFDVAHYGH:::

" URNSTW- -KWLM- - - -N-LV-T-YT--Q \UELK- - -H-SAFVFDV-HY-G. . |
" INNITW-NNTLM- -K-N-LV-T-F- - -QHV-L - ELK-H-SVSA- VFEVAHYGO..
. SNIINNQTYMV-N- - -LV-T-HT- -MDI-L--AE- .. .E-T-T--V5-TIVDT-VHPN.

DRL.x.x.FA Y-F VSKIWRTWNNRTSNVW. ............... YPYAS-H----- DD*AR——RKI*M*—V—*FNNE———TQDV EMFFEIQKLETE. .
GOR.CM.04.5IVgorCP684con --T-KM--Y.KCTGEHCN. . ..C-DKELCNKTAEM-Y..... I---L--VV-S-MR--SGLF-X-XR-...TX IX-Q--T
GOR.CM.07.SIVgorCP2135con  -H -DT-KM- - YNCTKESCDCT G Coveiiini NYI»-HL--VVMS MR- -SGLF----R-
GRV.ET.x.GRI 677 _gri_1 Q -KMDWFTI - VLNNRTEDAE GTNRTCDKGKPGPGPCVORTYVA H-R- VV -YT- S KV----RE- .
GSN.CM. 99 CN166 ITSKYKGQW-A-K-R-FVTQ-GY-S-SI-L--RQ-.. T- -I e . .
GSN.CM.99.CN7 Q VTSKYKGOWMA---R FVTO GY- SRSI L--RQ-. . .H- NT-ooooo- DGAMYGH. . .............. S NMTPSA VA-A-KY
LST.CD.88.SIVlhoest447 -- WAN-H- -SV-DD-AS- - -KI -L- -T- - FNNR- - - THRV - EMWFQMEKFEP..
LST.CD.88.SIVlhoest485 -- .. -H--SV-DD-AT---KI-I--T--FNNR---THRV-EMWFELEKWEP. .
LST.CD.88.SIVlhoest524 -- . .YPWAN-H--S--DD-AT---KI-L--T--FNNR---THRV-EMWFEMEKWEP. .
LST.KE.x.lho7 -- . .YPWAN-H--S--DD-ATI--KI-L--T--FNNR---THRV-EMFFEMEKWEP. .
MND-1.GA.x.MNDGB1 -Q RAWND . . .YPYAS-Q-R--VDD-MQ--RKI-L--T--FNNH---THRV-EM L
MND-2.CM.98.CM16 -KIWRTWNDQNSSVW. .. YPWMS-N-R---DD-H- KI-M--V--
MND 2 GA x.M14 W-RIWKTWNNQNSNVW. .. V--
MND 5440 -KIWKAI NSKOSSVW. .. YP
MNE. US x INEO27 KMNWFL - WVEDKNL TG. . KRN
MON. C 99 L1 99CML1 -VS NRRT SPFDVNNKPNTTYHGGW -
MON.NG.x.NG1” RQ-... S .
MUS-1. CM 01.CM1239 -A SNIHNVTTKYHQDQWMV - fR FVTO GY e TVNMTPSANVM-A- -M- -KN
MUS-1.CM.01.SIVmus_01CM1085 -- SNIHTVTTKYHKDQWMV - - -R-FV - S-NMTPSANVL-A--M-PK-VQ
MUS-2.CM.01.CM1246~ O SNIHTVKTKYRHDQWMV - - -R- FVTO -HV- IDG MY T-NMT| .. .
MUS 2 CM 01 CMZSOO SNIDTVTTKYHKDQWMV***R FVTQ- "H-Q-T--V- - - -IDGAM . .TVNRLTPSANVL-A- -M- -KR- . - - -

-NVDD - FRNR- - - . -QRVTEMFLEIQ
RCM.CM.BO SIVagl 00CM312 -D---L--KLNWFL-YLNNKTEG -V-D-Y .. .ALT-NATVSY- - ADIEYV-Q
RCM.CM.02. SIVrCm 02CM8081 -D L--KLNWFL-LLNNRTDG VV-D-YT- S KV-T--RPD. .ALK-RATV-Y--ADI-YIHT
RCM.GA. x.SIVRCMGA -N -V-D-YT-SRKV-T--RPD...ALK--AQVSY--ADI-YI-D
RCM.NG.x.NG411 -D VV-D-YT-SRKV-T--RPD...AL--NATV-Y--ADI-YTDN..
SAB.SN.x.SABL -Q -VV-D-YTLS-KT----RE-...HLE-N-TA- A YVELNYNSK... . NRTNVTLSPOIESI AN--GD-.-L-E-K-I-
SMM.CI.79.SIVsmCI2 “R---L--KM-WFL-W --T-H----NV-L--RE-...DLT-N-TV- GNGTNITFSAEVAELY L--GD-.-L-E-T-I-
SMM.LR.89.SIVsmLIB1 -R---L--KMNWFL-WVEDRD-NHA . L RWTSQTS| V- T-HR---NV-L--RE-. . DLT-N-TV- . N ITMSA . -T-I-
SMM.SL.92.SIVsmSL92A -R---L--KMNWFL-WVEDRNLTLP. .. RWKNQKPE - Y -V--T-HR---NV-L--RE-...DLQ-N-TV- WI . e ITMSAE . -T-1I-
STM.US.89.STM_37_16 -R---L--KMNWFL-WIENR--SE. . - MRDWNKNKK - QQKRNYV CH-R-V--T-H----NV- L--RQ-...DLT-N-TV- N . -T-I-
SUN.GA.98.L14 --E-M-F--L-RI- KVWNDTTSNKW. ............ YPWAN-H- -SV-DD-AS- - -KI-L--T- - FNNR- - -ANRV- -R-I-
SYK.KE.x.KE51 .SNYAKNLY-S-A-R----Y-GY-T-L--L--TE-...H-K-T--
SYK.KE.x.SYK173_COMGNM NITNGNASKN................. NYASNLR-S-A-R----D-RY-R-LI-L--TA-...H-K-T-
TAL.CM.00.266 -ISSM-LN-SYEYNYTSNQGKLHQGVIGK .KPRSSDRTKFYMS-QLR-M- -R-SR-E-L--L--RE-.. .HLQ-K-------
TAL.CM.01.8023 --ISSM-MK- NYTYNYTA KGVLHQEKIGRQEHRYSDRTKFFMS-QLR-M--R-S--E-L--L--RE-...HLS-K--V--1I-
TAN.UG.x.SIVagmTAN1 R. .NVDVEGNNCTTGKDKRCYKRTYV--H-RS-V-D-YTLS-KT----RE- -T-TV- -
VER.DE.x.AGM3 .H-PCNGTKGKGKAPGPCAQRTYVA-H-RSV--D-YTLSRKT- - - -RE-...HLQ-T-TV-- -T-1-
VER.KE 063 N. .H-QCSNETKKGNAPGPCVQRTYVA-H- --D-YTIS-KV----RE-...HLE-T-TV--M NY e T -T-I-
VER.KE.x.AGM155 . .H-HCKNNAGKGRSPGPCVQRTYVA-H-RSV--D-YTIS-KT----RE-. HLQ T-TV--MTVELNYN-Q. .. NRTNVTLSPQIETI- CAA--GR-.-L-E-T-I-
VER.KE.x.TYOl patent . .H-FCSSKK.KGHAPGPCVQRTYVA- H RSV**D YTLS KT***—RE* LQ-R-TV--MTVELNYNSK. . . . .NRTNVTLSPQIESI-AA--GR-.-L-E-T-I-
WRC.CI.97.97CIl4 YP! s - RNQVMFQAPSNIQNSFVAVGQ- - . -L- -LKMI-M .
WRC.CI.98.98CI04 .NKQVEFQAPSNIQNSFVAVGQ- - -RLKMI-L--GDG e
WRC.GM.05.Pbt_05GM_X02 NGQVEFQAPSH-QNSFVAVGQ- - . -L--LKLI----- DG--VTPPD....HH----GA 538
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fusion peptide glycosylation NAS glycosylation NHT
s immunodominant region glycosyﬂ)n NKS glycosylation NYT
B H1B.FR.83.H . .GIGALFLGFLGAAGSTMGAASMTLTVQARQLLSGIVQQQNNLL. RAIEAOOHLLQLTVWGIKQLQARILAVERYLKDOOLLGIWG? SGKLI% TTAVPWNASWSNKS . .. .......... LEQIWNHTTWMEWDREINNYTSLIHSLIEESQNQQEKNEQELLELDKWA 667
< n%élE'lIJ'GBES Uﬁggzg455A o-L--1 I -g -K- V- Q- -T- S- . .O-D---Nm—-LQ-EK——gS--g%—¥3-L -IKD—-Q --

H1D.CD.84.84ZR085
H1F1. BE 93 VI850
H1G.SE.93.SE6165_G6165
H1H.CF.90.056

no

H1J.SE.93.SE9280 7887 -V

H1K.CM.96.96CM MP535 R A e L ] R-

H10.BE.87.ANT70 M- - R--R--L--

H10.CM.91.MVP5180 M- R--R--LQ- Y-S-K--T

H10.CM.94.BCF06 M- R--R--LQ- R SL---K-RI--Y-SAK--NT-G.

H10.CM.96.96CMA102 M- S- R--R--L-- -NL---K-N---Y-S- K——DT KG

H10.CM.98.98CMA104 M- S- R--R--L-- -NL---K-N---Y-

H10.CM.99.99CMU4122 M- S- R--R--LQ-

H10.CM.x.pCM02_3 M- S----R--R--L--

H10.FR.92.VAU ~ M- S- R--R--L--

H10.SN.99.99SE_MP1299 M- S- R--R--L--

H10.US.99.99USTWLA M- S----R--R--LQ-

H10.US.x.I 2478 M- S- R--R--L--

HIN.CM.02.DJ00131 F SI- R-KV--

HIN.CM.95.YBF3 F SI- -KV-- . .

HIN.CM.97.YBF106 F SI- -KV--I----R---I-SL------T--Y-T----DX--SNTS............ YDT- -QQ---KVR--SGV-FD---QA-E--N

H1P.CM.06.U14788 S- --L-- . ETE-DG»»GNL--Q»»-KLVD--»DT-YLE-QKA-E--KE»»RK--

H1P.FR.06.RBF168 S- --L-- R--T---... i, ETE-DGX-TNL--Q---KLVD---DT-YLE-QRA-D--XA--KK- -

CPZ.CD.06.BF1167 S- L-- S--L--TLCGNKTNNYENNYEC --SQY--QQ--E--R-ISDV-YLSL-TA-V---R-HKQ--

CPZ.CD.90.ANT S- M -»»N--V FTQTC AKNSSDIOC»»ENM--Q»»--LVO S-GQ- YNILQIAHE---R KK--Y-

CPZ.CM.05.SIVcpzDP943 S- PPN TSYDE --NL--QD--KRVK--SGV-FD---QA-E-XNT--RS- -

CPZ.CM.05.SIVcpzEK505 S- SYDT»-GNM--ON»-EQVR--SGV FG- L OA E--SI»-KS

CPZ.CM.05.SIVcpzMB897 S- LGTNLS -DNM- - -Q-EK--D--- ET-YE-L v

CPZ.CM.05.SIVcpzMT145 S- SDYOV---NY--QQ----V----G--

CPZ.CM.98.CAM3 S- TSFDE»--NL--OD»-KRVK--SGV F----QA-E--NT--KS--

CPZ.CM.98.CAM5 .. .TSYDE---N ”QD——KKVK——SGV—F

CPZ.GA.88.GAB1 . . S.. NSTDD--GNL--QQ-- S---

CPZ.GA.88.SIVcpzGAB2 . S NSNK ............ SY-D--SNL

CPZ.TZ.00.TAN1 . S S i NL-

CPZ.TZ.01.TAN2

CPZ.TZ.06.SIVcpzTAN13 TDYDC. NL - 0 ELVI

CPZ.TZ.09.UG38 QGSEDYYNC---NL--QQ EKLVA- -

CPZ.US.85.US_Marilyn T---N...ooooonn GNL --Q----KVR--SGT F

MAC.US.x.239 -S-T--A --.DVVKR--E--R-----T-N--T-VT-I- K-----AQ NA---AFROV ‘H- T---PNAS -TPK--NE--Q--E-KVDFLEEN-TA-L NS-D 676

H2A.DE.x.BEN -S-T--A .- T-N VT-I-K Vi SPD-KNM- -Q- -EKQVRYLEAN - SOSL NS-D 661

H2A.PT.x.ALI -S-T--A - KPD-DNM- -Q- -EQQVRYLEAN-SEQL NS-D 659

H2A.SN.x.ST HIV_2 ST -S-T--A - --Q--EQR-R-LEAN-SESL NS-D 657

H2B.CI.x. -S-T--A - QQ-E-Q' -TK-L -NQ-D 660

H2B.GH.86.D205 ALT -S-T--A P! TPN--NM- -QQ-EKQVHFLDAN-TA-L INS-D 664

H2G.CI.92.Abt9% -S-T--A --. vV . . . --Q--EKQ--FLEDN-TR-L -NS-D 681

H2U.FR.96. 12034 LFVL- -AT -S-T--A -QQ--. . Q- -EEKV-YLEEN- TO L -NN-D 671

COL.CM.x.CGU GIFAFSI- AL SG--AA--S--VA--I--QS-NGRASASS-RM-LKLV-T-SA---- --V-N--V VATI G--EE-AK-ASI--ANMQ--R-I- KT . L L..GE- DP QNM- -KQ-HERVR- - -DI - EAD DL E- --GD-T 663

DEB.CM.04. SIVdeb04CMPF3061 GMAL-. L ST--AA TA S-S QE--.K-V--HG---T--A--V-N-NT-LT-L-K-----SK-NE---AF-Q--H-T- GQPD--NM--0»»EOKVA--»DIWEEALOKA EK--Q- VHA OS-OD-D 646

DEB.CM.99. C 40 GIAF-.. S-S E--.K-V--HGQ--T--A--VRN-NT-LT-I-K- AK EDPD-DNM- -Q- -EMKVA- - -DEWEGALQRA-E R-VHA-QS-QD-D 669

DEB.CM.99.CM5 GIAF- .. S-S .K-V--HG---S--A--VRN-NT-LT-I-K- . G-PD- -Q--E-KVA- - -DEWEGALQRA-E R- VHA QS-TD-D 649

DEN.CD.x.CD1_CM0580407 SLVL-..LI---S--»TV---VGTG A--S-D .--V-GHSA----S-----N-N--LT-I-K-----A--NE W-Q SNO . IPGLALYQPDFONM--OO ETD-AALFGNVSDALKKA-A- - -R-VH-VQS-YD-D 676

DRL.x.x.FA LV I——L SL———A CSVATAM SQA -LT-L-E-IG--AM-SL----FAQV-H-N-V-PNES................. VTPN-TSE----- QKRVDSISNN- TLDLQKAYE EQ——IF——OK—GDLT 712

GOR.CM.04.SIVgorCP684con AI- --- I R L---T Y TT . QQ--KLVD DT-FLE-QKA-E KA 662

GOR.CM.07.5IVgorCP2135con - . 653

GRV.ET.x.GRI 877 gri_1 H--A--L---K---.A-V-Q--Q--K--T--V-N-N--VT-L-K--E--AR-NS---AW-QV-H-T---KYNN.................. TPK-DNM--L--E- Q--ALEGN TQ-L--A---ES--LDLYQK--D S 672

GSN.CM 99.CN166 S .WANGSLPD-ENM- -QK-SMLVE-D-YT-QQ-L-QANQ--AS-LN--MK-S--D 678

GSN.CM.99.CN7 TA S S .WAKNSTPD-E-M--Q--SKL-E-D-YT-QQ-L-NANH--S--MND--K-S--D 687
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FG---DL-S-VR--QYGVYL-I---M--VAIYIMQLLA-L-K--R-VFSSPPSCRQQIPIHK. .-QEQ-TKEGT-E- GG--G.GINSWPWOIEYTHFLIROLVR LTWLYNNFRACLSRIYQT HPTFQRISRILQRIREVVRLG. ........ - - -GCIWIQEA
F-S-LDLSQ-FL---YAVL-I- IIIAA--LSFIIQQIY MC---R VLSPSAYVEQDWLQE.TC KPTDKE- - -ET-KE-I.YINL QSKKES PPPWTVD DEPLRDS -KWLKAWGIVLAQNIYHLLSFLWH- LTTSFHHGORLWQTLRGWLGSHLIQAT-
S--DLSK-FQ-L-IGFFAIAAI-I--VLSFAWG--RNMLG- - - - - LQKPQP--........ LYHKA-A-P--GIETDTDN.YKPSVSTF LRQS- AEAOKLWNRVS SCRSLIRGL TAW- . FIS-GVT---EA
--DLSK-FF-L-IGFYVI-A--L--L-SF SVG IKNLLG--V ILQNPT . .EGLNVSTF RESLRQS EAGOQLWRTVCSSFRSL ROLTITW- . ¥t v ettt i e e eaessins FIS-GFN---IA
-L--P-K SY.KWN-SQA- --E--TG-IRYI-QT-AN-AWLIWDLAKAAKAKSQQVAQATYAF -RLHLTAAAATLQY....... GFS-IQAA
EG S.-WRTSPQ» -I--E»-N--LSY»-OT--N VWLSWDLLKR KATTQQAAQATYAY -RIKFTAAV....... ATI--GFS-IQAA
..QINIRL. -REO DNAGG -DKDSSSS. -DKSPPSVKES - LPNRGGIQAEERAW-QHLTI SSW--RLYOILRRSLTTLLQLLROE CQy.
. .QIHIHP. .WKGQ-DNA GP EGG-KRKN- SEP OKESGTAEWKSNW RLTNWCSISSIWLYNSCL - VHLI
. QIHIHP. .WKG- -GNAG-PEEGGE - -ND - SDSWQKGSGTRQKRGSWSKRLTNWLSTFSTWLYN FLT»-IHLRGAWO
. .QIHIHP. WKGO DNAG PEEGGRTGKSKSTH*QKEFGGRDKRTSWCRQLTNWF TLSIWLHNSCLT--LKLRSAWO
..QIHIHQ.V IKLESW*KDSKSRCMO TAWLTRLN. ..... --IQLRKAFO
. .QNHLNN. LEEGOODSE GIEEDYNSIEINDWQYRRES IVFLNSLLTS---ICQHLL H SLLSCLf INDGW. .SLLKDI.
WNW GWLMTSIRI . .QSHLNN. LEEGL -DRE- -AEEDNSTLDV - DWQFKKE! S-ITLLNSLINF SAVCQTLLQIVWSLLACLFWWIQHGW. . .NLLKRI.
WGS - LSWF - TWNWL -WVLLVI - LV - -T-VLGCLFTSLRIA- - - - -K-V5-. . . ... QSHILN.LEEGL-DNE-T-EEDFIAIEE-DWQFKKESLILFWNSLATL-Y-ICLSLLQ-SYSLLSYLWI-IQNGW........ SLLKRL

SO —= S == =0
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H1J.SE.03.SE9280 7887
H1K.CM.96.96CM MP535
H10.BE.87.ANT70
H10.CM.91.MVP5180
H10.CM.94 .BCF06
H10.CM. 96 .96CMA102
H10.CM. 98 . 98CMA104
H10. -99CMU4122
H10.CM.x. pCMO2_3
H10.FR.92.VAU ~
H101SN:90:99SE MP1299
H1

H

m

o
=
©
©

0.US.99.99USTWLA

H1P.CM.06.U14788
6.RBF168
CPZ.CD.06.BF1167
CPZ.CD.90.ANT
CPZ.CM.05.SIVcpzDP943
CPZ.CM.05.SIVcpzEK505
CPZ.CM.05.SIVcpzMB897
CPZ.CM.05.SIVcpzMT145
CPZ.CM.98.CAM3
CPZ.CM.98.CAM5
CPZ.GA.88.GAB1
CPZ.GA.88.SIVcpzGAB2
CPZ.TZ.00.TAN1
CPZ.TZ.01.TAN2
CPZ.TZ.06.SIVcpzTAN13
CPZ.TZ.09.UG38 |
CPZ.US.85.US_Marilyn
MAC.US.x.239
H2A.DE.x.BEN
H2A.PT.x.ALI
H2A.SN.x.ST HIV 2 ST
H2B.CI.x.EH -
H2B.GH.86.D205 ALT
H2G.CI.92.Abt96
H2U.FR.96.12034
COL.CM.x.CGUL
DEB.CM.04.SIVdeb04CMPF3061
DEB.CM.9
DEB.CM.99 C 5
DEN.CD.x. CDl CM0580407
DRL.X.X.
GOR CM.B4 SIVgorCP684con

GOR:CM.07 SIVgorCP213§con
GSN.CMZgg CNzee —
P2V C0 88 WA hoestadr

LST.CD.88.SIV1lhoest485
LST.CD.88 SIVlhoest524

MND-Z.CM 98.CM
M GA.x.M1

=
=
m
=
@
x

. 2
RCM.CM.00.5IVagi_00CM312
RCM.CM.02.SIVrcm 02CM8081
RCM.GA.x. SG lg GAB1

SAB.SN.x.SAB1
SMM.CI.79.SIVsmCI2
SMM.LR.89.SIVsmLIB1
SMM.SL.92.SIVsmSL92A
.89.STM 37_16
SUN.GA.98.L14
SYK.Kﬁ.X SYK173 COMGNM

TAL:CM:BI 8023
TAN.UG. X. SIMgngANl

=
o
=
=
[}
x>

<
m
o
=]
m
x>

.CI.98.98CI04
WRC.GM.05.Pbt_05GM_X62

Env end
gp4l end’
glycosylation NAT cytoplasmic tail end

AVSLLNATAIAVAEGTDRVIEVV...OGAfRAIRHIPRRIRQGLER..ILL....:
-%E--D-V-V GWI -1G. -T%ﬁ---LN- A

G-
-T---DTL-V NW——G —AGI
-TN--DTI-VS--NW--GI-LGL
-TN--DTI-V--GNW--SI-LGI
-TN--DTF-V--GKW--NI-LGI
-T---DTI-V--GKW--DI-LGI
V---NR--SIF

SI--a-T---V-
T-X--TV--S--NW--Q--A-G
-T---DTV--5--GW--Q--I-G
CIVCIDTL-EFTGWW--G---AL.
TIKNIDRL--W-G-K--SILLAL

I---DT---I-
LIQAIDRL- NFTGWW
LIHAIDRL-DFTGWW
FIRN-DRL-NFT-WW
LIQAIDRL-NFTGWW

VOAVWRSATETL GAWGDLW-TL. .

FQAFART -RETL - GAWGWLW-AA. . .R
FRAFARIARETLTNTWRDLWGA-
FRAFAR——GETLTNAWRGFWGTL

-I--- V-VWT-DW--O--AIA.
-TG-AQ-L-R-AR-AWG-LGAI-...
-TGI-DSL--FTWNW-EA-LHAC. ..
VSGI-DSL-VFTWNW-EPLVQT-...GRVW-EFLA A-I..L-N...
WSWNKIRRNRRDISAAHARNLRL...GO K -WRFRFRG-SGFPS-TTETA- . . . .
WSWNKIRRNRRDISAAHARDIRL. . .GQKK-WRFRFRG-SGFPS-TTETA-. ...
WIRNKSRRNRGELSK - NGTNIRL...GONR RW.RFRF-SGLPS-TTETT-. ...
GKKK-WRLRFGG-SGISS-ATETA-. ...
.GTC-W--L SA

QGFAQRLWSRGYQL -LSG-RGAA. . . .
VQVAWRSATETL - GAWGDLW-TL. ..
VT---D-L-RFTIVW--ALLHAG. . .GRL
CTGAID L-RETVIW--A-LRLG. ..
A-DQL - - FTWNW-EPILQIG. . .RRV!
TETWNW-ET-LQAG.

-NW- -A-LQ-S. | .KQL*K-FLA- -K-
RTLKOKRQ ...... HGINLQQKK . - QRRGSPLQKAQEQL
- -W-GEMA - ENAYYTWRGLQSLA
SGli- AEMAQQNAYFVWRGLCYTA

mgrr;rrrrrmﬁrrrt
ZZzHzZz<zzzz=Zzz: zZZ=Z=

=
5

.GRVG-R-GA- - -L. ..
RIRNACR- SRERVSSSQKARSRTFSLGRKW PKWNRT-GS-IPS-TTETT- .. ..
-I--GREV-HQMVAIWQALLAYA. . .RRVAENVA L -ILUY-NL L
- ffGREIRDWffAIWQAIYAAT...

WRDGIT-L-RFTWWW-NG-LAAA...R
WGDCVT-L- RFTWRW SG LAAA. ..
-ARSFE- L -AQSASRTLWNAC. . .
-OEAVV -RLAQNAGYQIWLAC. . .RS-

. NS- - -V : .
KKIAKSRKENTQ- - VSATGSRKT . . - ARSS - IRMLAT - LCASFDKCRRSFSERRO
KKITKSRKETTEK- ISENSNRET . . . T-55- VWKL - T- LCSSLNKSRRR - F
EKTAARRQKRKEK - TYTPGSRET . . . SRSSSIRGITA-LCTNLNPCRRGQQ -
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HIF1 BE 93 V850
H1G.SE.93.5E6165 G6165
H1H.CF.99.056
H1J.SE.03.SE9280 7887
H1K.CM.96.96CM MP535
H10.BE.87.ANT70
H10.CM.91.MVP5180
H10.CM.94 .BCFO6
H10.CM. 96 .96CMA102
H10.CM. 98 . 98CMA104
H10. -99CMU4122
H10.CM.x. pCMO2_3
H10.FR.92.VAU ~
H101SN:90:99SE MP1299
H1

H

no

o
=
©
©

0.US.99.99USTWLA

H1P.CM.06.U14788
6.RBF168
CPZ.CD.06.BF1167
CPZ.CD.90.ANT
CPZ.CM.05.SIVcpzDP943
CPZ.CM.05.SIVcpzEK505
CPZ.CM.05.SIVcpzMB897
CPZ.CM.05.SIVcpzMT145
CPZ.CM.98.CAM3
CPZ.CM.98.CAM5
CPZ.GA.88.GAB1
CPZ.GA.88.SIVcpzGAB2
CPZ.TZ.00.TAN1
CPZ.TZ.01.TAN2
CPZ.TZ.06.SIVcpzTAN13
CPZ.TZ.09.UG38 |
CPZ.US.85.US_Marilyn
MAC.US.x.239
H2A.DE.x.BEN
H2A.PT.x.ALI
H2A.SN.x.ST HIV_2 ST
H2B.CI.x. -
H2B.GH.86.D205 ALT
H2G.CI.92.Abt9%
H2U.FR.96.12034
COL.CM.x.CGU1
DEB.CM.04.SIVdeb04CMPF3061
DEB.CM.99.CM40

DEB.CM. 99, CM5
DEN.CD.x.CD1 CM0580407

. X . FA
.CM.04.SIVgorCP684con
GOR.CM.07.5IVgorCP2135con
GRV.ET.x.GRI 877 gri_1

.CM.99.CN7
LST.CD.88.SIV1h095t447
LST.CD.88.SIVlhoest485
LST.CD.88.SIVlhoest524
LST.KE.x.lho7
MND-1.GA.x.MNDGB1
MND-2.CM.98.CM16
MND 2 GA x.M14

MND 5440

MNE. US x INEO27

MON. C 99 L1 99CML1
MON.NG.x.NG1”

MUS-1. CM 01.CM1239
MUS-1.CM.01.SIVmus_01CM108
MUS-2. EM 01.CM1246~

MUS-2.CM 01 CMZSOO
OLC.CI.

RCM.CM.BO SIVagl 00CM312
RCM.CM.02. SIVrCm 02CM808
RCM.GA. x.SIVRCMGA
RCM.NG.x.NG411
SAB.SN.x.SABL
SMM.CI.79.SIVsmCI2

.KE.x.KE51
SYK.KE.x.SYK173_COMGNM
.CM.00.266
TAL.CM.01.8023
TAN.UG.x.SIVagmTAN1
E.x.AGM3

PLV Proteins

myristoylation
Nef start

MGGKWSKSSVIGWPEVRERMRE

NA-K---LV---A N PG--EI-KE-
~-AVLGT ,RFP-IDNMLN-I-. . NTPAADAPG-Q- -
--SA- - - TKWV- ARQATRKTHE . ....TNP-DI-PCGNE-

-1 .
RWP ARKAI -DLHN.
.RWP-ARRAI-DLHK.
.RWA-ATE-LR-LH..
QAIHE.

W
TV---E--N-L-Q
Nef start R17Y mutation

---AI MRRSRPSGDL Q-LL-ARGETYGRLLGEVED GYSOSP GLDKG-SS.LSCEG .QKYNQG
SRG L- G EYSQFQEESG-EQNS.PSCEG .QQYQQG
GYSQSQ-GSG-GQKL . PSCEG - QRYQQG!

EYLQSQEGSG-GQKS.PSCEG RYQQG
G- -KQSKQQ L-ARI RSLQYP-GSDKG-NS.PSCDG e
--SAG- -KRSERQQGL - -KLL - VPERPYGRLSGERRE . . . QSSRSP-ESDK - -NS . PSCEG .

- -SAG- -KRAPQQLGL -K-LLQARGEPYGKLWEGLEE . . . GYSQYREESGKG-SS . LSCEG. . ..QQYTQG
———SI——KHSKRSGKL——fLLAARGENYGRLWGGLED...GFELYO GSGK- -SS.RFCEAQG. ...... QGYSEG

-SLL-CLNIRQQ-QT-GGVLGRLFGIYWYPGVQAF. .. .RFLRI FRGGYDLRRgéGVERLNICEDG K¥E¥$-

Q.
---RN--TQSS GQEENWGKHFKGGQR . WRYRYLGEES . *KFLPYQPES|
-N--IPSR.GQVGSFGSGSRGLLR.WRYRDLSEQE. -QFSECLLESD-EQSS
--TPS .GQGKKSGSGSKGLLR .WRYKDLSGEA . - TFSPFLQESDKEQSCY
--S-N--QAS. GIWGLAPSNKEGRORKWYWRLLPEOO -KWWPSPDGSD -A-KLSSTRLLEHDEDEETFVDAEEI

==

--ZQN- -KREEAYARFYK-L- -1 00 srseennn. G.AKGGNLDYHQLEPS PLLRKWQPFPGGLDKA. . . ... QRSSS
A-K---FV---A DP-PG- EV V A ................. .
--SSN--RQUO LLKLWRGL GKPGAD WVLLSDPLIG. QSSTVOEECGKA KK.

--5°N--QQQQESS-ALLSS-GTGQRP . . YFTLVDEYG . -NFWLSPD- SDKGRRYY
--S- N--QOSOESS ALLSSHGTGQSP SFRLLDEYG.-NSWLSPD-SD»GRRY
--NIFG-PAAD- -W .GAG. .TRSEGTEETYQQ-M. .
--NIFG- PAAD--WKTLR L A. . GAG. . TRSEGTEETYQQ-M.
--NIFG-P-ADS-WR-LRKL-A. .GSG. .TR-EGTEESYQK-M
- -NAFGRPAAD- -WKTLR-F-A. .GSG..RN EGTEDSY A-I

=<

--55Q- -KRSEA-VRYSSAL-Q. LVG .GPVTPDGYKQI-S
S--QQEEKYLKYYKA- - .GYG. -EGTNGDYOO HASEPLLG. .
S--QREQ-YAKYYKAL .G¥G. -EGTNLDYQL - -EQRLLEG. .

-EGTNLDYQV --EQOP AG. .

GYG....
GDL-Q-LL-ARGETYGRLWEGLED. . .
R. MLEDDY!

. SFAWEDDYG.
YFRLVDEYG.
YFKLVEEYG.
YFSLVKKYG.
YFKLVNNYK.

OKYNQG
. LTEG

=<
3
a8

N
5 --S- S--OPAOOSLISSPPSPGTGRK
--5-N--PQSQERS -PLRSSHGTGPN
ffoN——KESOOPLMGSPSGPOTGQT
--SIC-RRNRE-EVLY-RLR
----S--H-QS- LVRW QK- LTTPGE HDNLQDGQ EGS-K
A- LOKW-N-—LTSSgEAYAkLnKTtODGPARC-EGS-R

S- . .
——S--QQORHSLWLWSKL QAPVIQYDMLADPLLG. OSSHIOEECAKS RD ..............
---NI--KRARKPHGP---LLOARGETYGRLWEGLEE GYLQPR-ELG--WSS.LSCEG . .QTYSEG

- --AG- -MRSKRHGGL - - - LL - ARGETYGRLWEGLEE . GYGOSL--SGKG NL.PCCEP. .

- - -NT-SKACKKPQSL -DKLLSARGEQYGRLWDTLEE. . .GSQRSQ-GSG- -WN. . LHSIE. . ..

--ASG--KQRKQHGEL---LL ARGETYGKLLEGLGE . . . GSGP5Q- - SDKG-NS . HSCEP . . . .QRYNEG

--NAFGRP-EV--VRTLF-L.-AGSGT............ RAEPAGREYHRLRR. . .QEVEP. ... ... . .....
QS--KQPSR DEKWR WWPFGKPY SPMPDELLRMSOPYHEDFD GWRST ..... LTEPI

ST S---QQLR ATGW-LFGKQY . . . TPLPDELSR-LQPCR-GFDKAWRST . . . . .

»-SVK--LLGETASQRLOGSHGGGRMVY .WRLRDGQVKRSQLSP- -RGK- -NIALLD. . ..EEWOATGA

--SVK--LLGETASQRLOGSPGAGRLVY WRLRDGOCROLORSR ERGKG-NIALLD. . . AGWQASDAI
REQ .QSSNIQEECDKNWNG

Q-L|
ffLGN——PQHKKOLSLWHALHKTRATRYGLLADPLIG...QSSTLOEECDKA*KE.
- -LGN- -PQHKKHVSLWHALHKTQVTKYGLLADPLIG. . . TSSAVQEEYDKG-RK.
- -LGS- -PQHKKQL - IWRALHATRHTRYGLLADPLIG...OSSTLOEECDKG-RK.
- -SQN- - PAHKKYSKLWQALHKTHVTRYGLLADPLIG. . . TSSTVQEECDKA-RK.
---VF--T--EEHMERYA-RLQRA RYQQLAAERQQQAVE.

---IF--E--EQRMHAYA-RLQRAGRKQRRK. ... .RYQKIATERQQVAVE.
---VF--D--EQRMLRYR-RLLRVGRKERRR RYTRLAAERQAEAAA

. 'SLIRKRNG-MTPDGRRLQEGDEWDEWSD

.. SLIRKQNG- MTEEGRRLOEGDTW EWSD
. .SGCLLPD-AQ-LI--EE-SVKEDSSD-DEG. .
. .SGNLLPD- AO LIR-EED SSKEDSSDD-E. . ..

SGELLPD-AQTLIR-EEDSSKEDSSDDDA

phosphorylation

acidic cluster oly-P helix
s}

::SR--L-»»TIGTEKDVITYS DHTE-G.

2----TR--PON-QTL----EMQOH,
IR- -KEN-Q-L E-A

N-QTL- - -DEMTNH-

VGFPVT. PQVPLRPMTYKAAVDLSHFLKEKGGLEGLTHSQRRQDT
. R.- “F---F--------D P

2002030

2020 20 20 20 70 20 20 20 X 20 (M) 20 20 20 200000 1

premature stop in MacZ}Q\

QYMNTPWR - P- EEREKL - YRKQ

QNARG
QFMNTPWR - P-TER-KL - YRXQ
EFMNTPWRTP - TGKDKLQYKQQ
VLPNCPCPLCYRHPDVYYHNP

REIKCTQRI

Q.. ... ECY
TQSSPALDPQHPRIHQY . . . . VVDHDD-
-R-G-PAKY-PKN-Q-L-F---H-N--.

G PAKY-PRN-Q-L-F---H-D--
GKMTPDGRRLOEGDTFDEWDD

EEFDREOKSSST ......
PLGTSLGASDKELKSCST .

A-GTS
QFMNTPWK-P- GEREKL YRKQNM|
RN -KQRR( Ll

T
GLIROGD SRTEEGVKMKHOGR PSWYDE |

QFMNTPWK - PVKERGKLKYGRQCMNNVG .
PWR EKEK. . YRQQNMDDV

°o
X
oS¢

EREKG#:. . . .NMDDI
QFMNTPWK-P- -ES- KLEYROQNMDDVD
................ LVSA-NGGPNGI

LD, PKROFD. SGGKKWNAGDICHD-GDE . . . -
GPDROWGHSGGOKFSPGDTVAD-GOT .

DYMGKALTO ...... EQE

WWHGKAL - EGEVWYEK ...... EQE-NDM..::

SLIRKRNG-MTPEGRRLQDGDQWDEWSD

---LDTTHMQ-A-AEKDVTLPT- EE"'

DEQKEE
ASDKVLRPYST - RDLRHQODVTLPSEKEOPSDESEEL

A--HR-

e o BV SRR A

..... E R
...EDDKDL--VA-R.
. .EEDDELI-VA-M.

. "EEDDNL--VA-H.

-CN--LGI-F-F- -K-IFYNN- -HA-
Q----L---F-
Q L---F

PN
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H1B.

HXB?2 premature Nef end

FR.83.H

H1A1.UG.85. U455 U455A

H1C.
H1D.

ET.86.ETH2220
CD.84.84ZR085

H1F1. BE 93 VI850
H1G.SE.9

H1H.

MND
MND

MNE.
MON. C

MON.NG. x

MUS-
MUS -
MUS-

MUS-
OLC.
.CM.BO SIVagl 00CM312
RCM.
RCM.
.SN.x.SAB1
.CI.797SIVsmCI2
.LR.89.SIVsmLIB1
.SL.92.SIVsmSL92A
.US.89.STM 37_16
.GA.98.L14"
.KE.x.KE51
.KE.x.SYK173 COMGNM
M.00.266
.CM.01.8023
.UG.x.SIVagmTAN1
E.x.AGM3

6
6
0
5
5
5
5
. 98.
.CM.98.CAM5
8
8
0
1
6
9
5

3.SE6165_G6165
CF.90.056

c

.SE.93.5E9280 7887
.CM.96.96CM MP535
.BE.87.ANT70
.CM.91.MVP5180
.CM.94.BCF06

.CM. 96.96CMA102
.CM.98.98CMAL04

e
=
©
©

.99CMU4122

“CM.x. pCMO2_3

R.02.
'SN.99.99SE_MP1299
.0S .99, 0QUSTWLA

A
.SIVcpzDP943
.SIVcpzEK505
.SIVcpzMB897
.SIVcpzMT145
CAM3
.GAB1
.SIVcpzGAB2
.TAN1
.TAN2
.SIVcpzTAN13
.UG38"
.US_Marilyn

239
BEN

ALT
ST HIV 2 ST

vl
3
XX X X X

.GH.86.D205 ALT
.92.Abt9%

.FR.96.12034

.CM.x.CGUL

.CM.04.SIVdeb04CMPF3061
M.99.CM40

.CM.99.CM5

.CD.x.CD1 CM0580407

X. FA
M.04.SIVgorCP684con

.CM.07.5IVgorCP2135con
CET.X.GRI 677 gri 1

.CM.99.

.CD.88. SIVlhoest447
.CD.88.SIVlhoest485
.CD.88.SIVlhoest524
LST.
MND -
MND -

KE.x.1lho7
1.GA.x.MNDGB1
2.CM.98.CM16
2 GA x.M14

5440
US x

INEO27
99 L1 99CML1
-NG1™

1. CM 01.CM1239
1.CM.

2.CM.

2. CM 01 CMZSOO
CI.

CM.02. SIVrCm 02CM8081
GA.x.SIVRCMGA
NG.x.NG411

.CI. CI04
GM. 5. Pbt_05GM_X02

01.5IVmus_01CM1085 -ET-A-VEW-II-GWLM--D-
01.CM1246~ -ET

LDLWIYHTQGYFPD+QNYTPGPGY RYPLTFGWCYKLVPVEPDKIEEA . NKGENTSLLHPVSLHGMDDP .
v F---W I S DAEV--TG N 100V B

..NL-M--ACSY-R .

..NI----ACT--DG--..

TNI- --ICQ EIE-E..
MC E

max HIV-1 similarity
--IYLEKEE-II--W-D--S---I
II--W----H

--TYFENEE-IVSGW- I i I
--IYMEKE--II--W X LW .. EDE.THC --
--IYLENEE-II--W----S---T....... -W-MC- - -LW--E--DAN. .DK-QEDE.RLY- VGSAOTSCEE— HWG A-V-K

IEQYA-IEW- CLKGWLE EDEL - EDGALKED - K--VA--LW---YI-QL .......................... GEY., AYSYDLSLLSVTSRKKKKPQO MVD. ...
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